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Mutation status of

Melanoma Disease Stage
el BRAF PTEN N-RAS
1205Lu ')‘(‘;:%g::ftfsmgs V600E M“éHelem WT
451Lu ;‘;’;%g":::fsmss VB00E WT WT
WM1366 Primary (VGP) WT WT WT
WM164 Metastasis V600E WT WT
WM3268 Primary (VGP) wT ND Q61K
WM3482 Metastasis V600E WT WT
WM3682 Lymph node metastasis WT WT Q61L
WM3734 Brain metastasis V600E ND WT
WM3918 Metastasis WT ND WT
WMm47 Metastasis V600E ND WT
WM793 Primary (VGP) V600E M“l/DHeTm WT
WM88 Lymph node metastasis V600E WT WT
WM858 Lymph node metastasis V600E WT WT
WM9 Lymph node metastasis V600E Hem Del WT
WM902B Primary (VGP) V600E Hem Del WT
WM983B Lymph node metastasis V600E WT WT
Othercell lines Disease el S @
BRAF PTEN NRAS
K562 Chronict myelogenous WT WT WT
leukemia
NK-92 I'\;;r;ﬁ;’:qgkinls N/A N/A N/A

Table S1



